Introduction
As an annual herbaceous crop, and belonging to the Apiaceae (Umbellifera) family, coriander (Coriandrum sativum L.) is known to be native plant of Mediterranean region, Western Europe and Asia (Moniruzzaman et al., 2014 and Meena et al., 2014) . It is an indispensible spice widely used as condiment throughout the world. It is mainly grown for its aromatic and fragrant seed which is botanically a cremocarpic fruit.
The fresh green stems, leaves and fruits of coriander have a pleasant aromatic odour. Green leaves of coriander are also used for culinary purposes. Dry fruits are extensively used in preparation of curry powder, pickling spices, sauces and seasonings. Good quality oleoresin can be extracted from coriander seed which is used for flavouring beverages, sweets, pickles, sausages, snacks, etc. Coriander oil has high germicidal activity and can be used as fungicide (Krishna, 1999) .
In India, this crop occupies an area of 663.0 thousand hectare with the production of 609.0 thousand MT and productivity is 0.91 MT per hectare (Anon., 2017) . A germplasm collection with good variability for the desirable characters is the basic requirement of any crop improvement programme (Singhania et al., 2006) . Yield and quality characters of genotype are commonly under effect of (Gharıb et al., 2008 and Hadian et al., 2010) . The aim of this study was to determine the performance and stability of coriander genotypes for fresh and dry biomass yield.
Materials and Methods
The present investigation carried out at Horticulture Research Station, Devihosur (Haveri). It comes under Transitional Zone of Karnataka state at 14 0 47′ Northern latitude, 75 0 21′ East longitudes and at an altitude of 563 meter above mean sea level. The details of source of genotypes are presented in Table  1 .
Sixty one genotypes are evaluated in Randomized complete block design (RCBD) with two replications. Each genotype was raised in flat beds of 2.0x1.5 m in size and seeds were sown with row to row distance of 15 cm and plant to plant distance of 15 cm. The recommended agronomic and plant protection measures were adopted in raising good crop.
Five randomly selected plants in each genotype in each replication were tagged for recording observations on plant characters and the mean values were subjected to statistical scrutiny. Five plants in each genotype in each replication were selected randomly and tagged for recording observations for vegetative biomass yield. The mean values were used for statistical analysis. The following observations were recorded in the selected leafy type plants viz., fresh biomass yield and dry herbage yield. Fresh biomass yield was calculated as the plants were uprooted at 45th day after sowing and fresh weight of biomass along with root was taken as fresh biomass yield and expressed as gram per plant, whereas dry herbage yield calculated as plant samples were first sun dried and then kept in a solar tunnel drier at 500 -60 0C for complete drying. The dry weight of whole plant sample was measured using an electronic balance and expressed in gram per plant.
Fresh biomass yield
Five separate test plants in each plot were uprooted at 45 days after sowing and weighed immediately the average weight was expressed in gram.
Dry biomass yield
The same five test plants (fresh weight of plant) were dried in solar tunnel drier at 45 0 -50 0 C until they attained constant weight and recorded the dry weight of the plant using electric balance and expressed in gram using electric weighing machine.
Results and Discussion
During the crop season, the highest fresh biomass yield was recorded by the genotype DCC 5 (16.56 g), DCC 38 (16.56 g) and DCC 32 (16.35 g), followed by DCC 28 (14.69 g), DCC 35 (14.26 g), DCC 21 (13.38 g) and DCC 23 (12.21g). The lowest yield was recorded by the genotype DCC 58 (6.58 g). Among the sixty one genotypes studied, twenty-nine genotypes exceeded the general mean of 10.44 g and thirty-five genotypes recorded the lowest than the grand mean value (Table 2 ).
In genotypes with increased auxin, the plants are able to absorb nutrients and translocate the nutrients to the apical bud, which leads to the conclusion that auxin acts on some protoplasmic system leading to altered arrangement of cell wall components and hence, greater extensibility leading to increased plant growth (Latha et al., 1995) . The genotypes viz., DCC 5, DCC 38, DCC 32, DCC 28, DCC 35, DCC 21 and DCC 23 were outstanding in their growth characters, which explain for better adaptability of the genotypes under transitional zone than other genotypes. This probably attributes to the optimum or higher synthesis of carbohydrates due to increased photosynthetic efficiency resulting in better partitioning in reserved food. This is in concordance with the works of Arif (2014), Palanikumar et al., (2012 ), Indiresh et al., (1990 and Rajgopalan et al., (1996 ) in coriander, Venkatesha (1994 , Vijayalatha (2002) and Arunkumar (2003) in turmeric.
Dry herbage yield/plant
During the whole season, DCC 5and DCC 38 recorded the highest yield DCC 5 (2.94 g) and DCC 38 (2.86 g), followed by DCC 23 (2.85 g), DCC 35 (2.64 g), DCC 39 (2.52 g) and DCC 21 (2.42 g). The lowest yield was recorded by the genotype DCC 60 (1.38 g). Among sixty one genotypes studied, twenty two genotypes exceeded the general mean of 1.97 g ( Table 2 ). The highest yield of fresh and dry biomass yield was shown by the genotypes viz., DCC 5, DCC 38, DCC 32 and DCC 35. This may be due to the suitability of soil and environmental conditions to the particular genotypes. The present findings are in conformity with the earlier results of Mohideen (1978) , Dhanasekar (1997) , Ann Riya (2001), Gayathri (2004), Palanikumar et al., (2012) and Arif (2014) 
